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<211> 18 

<212> DNA 

<213> Homo sapiens 
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<221> misc_feature 
<222> (6).. (6) 

<223> n is ACG or T in a highly degenerate oligonucleotide sequence 
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aragtnytdy chcmrggh 

<210> 2 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<221> misc_feature 
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<223> n is ACG or T in a highly degenerate oligonucleotide sequence 
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<210> 3 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<222> (1)..{21) 

<223> primer sequence allows amplification of reverse 
transcriptase-related sequences by multiplex PCR 
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<211> 21 

<212> DNA 

<213> Homo sapiens 
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<222> (1)..(21) 

<223> PRIMER SEQUENCE ALLOWS AMPLIFICATION OF REVERSE 
TRANSCRIPTASE-RELATED SEQUENCES BY MULTIPLEX PCR 
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